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1 TCTAGACTTGTCTTTTCTTTACATA^ 

61 TTTATCCAAAAAACGAATTATTGATTAAGAAATACACCAGACAAGTTT 
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GAGTATTTGCCTCAATATTTTAGGC(3GGTCTCTAGGAACCGTGGATGATTGTTGTGCCCT 2 40 
SIC LNILGGSLGTVDDCCAL 70 

CATCGGTGGTCTTGGTGACATTGAAGCCATTGTGTGCCTTTGCATCCAACTCAGGGCCCT 300 
XGGLGDIEAIVCLCIQ LRAL 90 

CGGAATATTAAACCTTAACCGTAATTTGCAGTTAATATTAAACTCCTGTGGACGAAGCTA 360 
GILNLNRNLQLII.NSCGRSY110 

CCCGTCAAACGCCACTTGCCCCCGAACCTAAGAACAGAATATGTATGGCACTAATTACCA 420 

PSNATCPRT* 

TATTACTTCGTATCATGGTGTTTGTTTGTTTGTCTGTGTTTAAAGTTAAGGATGTTATAC 4 8 0 

CCTTCGTGCCTGCTACATATATATAGTGGGCACTATAATATTACCAATAAATTAACGTCC 540 

ATATATAAGAATAATAATAAATAAATAAATATTTCTATACAAATAAAGGTTACGTAATGT 600 

TGTTGTTCTCGTGGATGGGGATCTTATCTTCCTCCTCGCTATCTTTGTTTATCGTATTTC BSO 
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--C AAT GCT GCG TTA ACT CCT AGA CAT TAC TGG GAA ACG ATG CTT CCA AGA ACT CCC 5 5 
NA ALT?RHYWETMLPRTP 18 

TTG CCG AAA GCA ATC ACA GAG CTA CTA AGC CTT GAA AGT AGG TCC ATA TTT GAA TAT 112 
LPKAITELLSL E S E £ 1 E S X 37 

GCC GGG AAT GAT GAC CAG TCA GAA AGT AGG TCC ATA TTA GGA TAC GCT GGC TAT AAT 16 9 
A £L_ N D D Q S R S R S I L G v a G Y N 56 

CAA GAC GAG GAT GAT GTG AGC AAA CAC AAT ATA CAA ATC TTC AAC AGG TTG TTT TTC 22 6 
QDEDDVSKHNIQIFNRLFF 75 

TTG GAA GAG GAC CTG CGT GCT GGC AAA ATA TTC AAC ATG AAG TTC GTC AAC AAC ACA 2 83 
LEEDLRAGKIFNMKFV _N N T 94 

AAA GCC ACA GTC CCG TTG CTA CCG CGC CAA ATT TCG AAA CAA ATA CCG TTC TCA GAA 34 0 
KAT VPLLPRQISKQIPFSE113 

GAT AAA AAG AAG CAA GTG TTG GCG ATG CTT GGC GTG GAA GCG AAC TCA AGC AAC GCC 3 97 
DKKKQVLAMLGVEA N g S N A 132 

AAG ATC ATA GCG GAG ACC ATT GGT CTT TGC CAA GAG CCT GCA ACG GAG GGA GAA AGG 4 54 
KI XASTIGLCQEPATEGE R 151 

AAA CAC TGC GCG ACT TCG TTG GAG TCC ATG GTT GAT TTC GTC GTT TCC GCG CTC GGG 511 
KHCATSLESMVDFVVSALG170 

AAG AAC GTT GGT GCT TTC TCA ACA GAG AAA GAA AGG GAA ACT GAG TCT GGA AAG TTT 56 8 
KNVGAFSTEKERETESGKF189 

GTA GTG GTG AAA AAT GGG GTG AGG AAG TTG GGA GAT GAT AAG GTT ATT GCC TGT CAT 62 5 
VVVKNGVRKLGDDKVIACH208 

CCA ATG AGT TAC CCT TAT GTT GTG TTT GGG TGT CAT CTA GTG CCA AGG AGT AGC GGG 6 82 
p MSY pYVVFGCHLVPRSSG227 

TAT TTG GTG CGC ~TG AAG GGA GAA GAT GGG GTT CGA GTG AAA GCA GTT GTT GCG TGC 73 9 
YLVRLKGEDGVRVKAVVAC246 

CAC AGA GAC ACG TCA AAG TGG GAC CAT AAT CAT GGG GCA TTC AAA GTG CTC AAT CTT 796 
HRDTS KWDHNHGAFKVLNL 265 

AAG CCT GGG AAT GGT ACA GTA TGC CAT GTC TTC ACT GAG GGG AAT CTT CTT TGG CTT 8 53 
K p G W G T V CHVFTEGNLLWL284 

CCA AAT TAG attaattaccataucatatttgtccttgttctatccttaaacaagtggaatcacctgaagaa 925 

2 8 6 

P N * 

tcgtgcgtaatgagttgtttgtctttgtggaaattgttatctgtcttgcatcaccaaacaggcatatataaaaca 1000 
acaggagcgtggtatctgttgcacaaaaatggatttcaaccgatcaaaaaaatatagcctttaccaattagaagg 1075 
gtctggctttgttagcaaataa^aaaaa_£a^aatatcttgatgg (a) n HI 9 
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FFLEKDLVRG KEMNVRFNAE DGYGGKTAFL PRGEAETVPF GSEKFSETLK 
FFREKMLKSG TIMPMPDIK- -DKMPKRSFL PRVIASKLPF STSKIAELKK 

FFYKEDLKPG KTMKVQFTKR ? Y AQPY- -GVYT 

FF-EHDLHPG KNFNLGHTNS VGS I IR PF TKSR--QGVT 

FFYKEDLHPG KTMKVQFSKP QQPW--GVGT 



MLGVEANSSN 131 
RFSVEAGSEE 23 5 
I FHAGDESQV 4 72 
WLTDIKDTSK 215 
- -DSIWLANK 111 
WLKEIKDTTK 111 



AKIIAETIGL 
AEMMKKTIEE 
EKMIGDALSE 
EGYSFEEI - - 
EKQSLEDF- - 
EGYSFEEL-- 

FWVKNGVRK 
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KYHVRAVSTE VAKKNAPMQK 2 94 
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KN-IQVLSSS FVNKQE 16 8 
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YLVRLKGEDG 
YAVPLEGENG 
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FWPLVAGDG 
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FMVPLVAGDG 
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TK-TQALAIC 220 



HGAFKVLNLK PGNGTVCHVF TEGNLLWLPN * 
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caaagttttaac ATG AAA GGC AAT AAT ACA CT 
M K G N N T L 

TTC CTG TTT CTT GTA GTG TCA AGT TCA TCT 
FLFLVVSSSS 

ACT AAC AGT AAA GAA GTT TAT ATC GTG TAC 
TNSKEVYIVY 

TCT CTT AAA AAT GAG CAC GCT CAG ATT CTG 
SLKNEHAQIL 

GCC CTA GTA CGG AAC TAC AAG CAT GGT TTC 
ALVRNYKHGF 

GAG GAG GCA AAC TCA ATT GCT CAG AAA CCT 
EE AN S I A Q K P 

ATT CTG AAG CTC CAC ACT ACA CGT TCA TGG 
ILKLHTTRSW 

AAT ATC GAC ACC AAA CCA AAT ACG CTG TCC 
N I D T K P N T L S 

ATT CTT GGC GTC TTA GAC ACA GGC ATA TGG 
ILGVLDTGIW 

GGT TTC GGT CCT GTT CCA TCC CGA TGG AAA 
GFGPVPSRWK 

AAT TCC TCT TGT TGT AAC AGG AAG ATA ATT 
N S S C C N R K I I 

GAG AAA ACG GCA AGG GAT TTC AAC GGA CAT 
EXTARDrNGH 

GGC GTG CCG GTG AGT GGC GCA TCG TTC TAT 
GVPVSGASFY 

GGG TCC CCT GAG TCA AGG TTG GCG GTT TAC 
GS PESRLAVY 

CCT GGG TCG GCC ATT CTT GCG GGG TTT GAC 
PGSAILAGFD 

TTG TCG CTG TCG CTC GGT GGA TTC GGT GGA 
LSLSLGGFGG 

ATT GCG ATT GGA GCA TTC CAC TCC GTC CAG 
IAIGAFKSVQ 

GGG AAC GAC GGA GAA CCA TTC ACC GTT CTC 
GNDGEPFTVL 

GCA GCT TCC ACC ATC GAC CGT GAT CTT CAA 
AASTIDRDLQ 



* TTG TTG CAT TTA TTC TAC ACT ACT CTC 6 0 
LLHLFYTTLI6 

TCA ACA GGG AAT GAA AGT AAC GAT GAC 117 
S T G N E S N D D 35 

ATG GGA GCT GCA GAT TCA ACA AAA GCT 174 
MGAADSTKA 54 

AAT TCA GTG CTA AGA AGG AAT GAG AAT 231 
NSVLRRNEN 73 

TCT GGG TTC GCA GCT CGT CTA TCA AAA 2 38 
SGFAARLSK 92 

GGT GTG GTG TCT GTT TTC CCT GAC CCC 345 
GVVSVFPDP 111 

GAT TTC CTC AAA AGC CAA ACT CGT GTC 4 02 
DFLKSQTRV 130 

GGT TCT TCT TTT TCT TCA TCA GAC GTC 4 59 
GSS FSSSDV 149 

CCA GAG GCG GCG AGT TTT AGC GAC AAG 516 
PEAASFSDK 168 

GGC ACC TGC ATG ACA TCA AAA GAC TTC 573 
GTCMTSKDF 137 

GGC GCG AGG TTT TAC CCT AAC CCA GAG 63 0 
GARFYPNPE 206 

GGG ACT CAC GTT TCG TCG ACG GCA GTG 6 87 
GTHVSSTAV 225 

GGT CTG GCG GCG GGG ACG GCA AGG GGT 744 
GLAAGTARG244 

AAA GTG TGT GGG GCT TTT GGG TCA TGT 801 
KVCGAFGS C 263 

GAT GCC ATT CAC GAC GGA GTG GAT ATC 8 58 
DAI HDGVD I 282 

ACC AAA ACC GAT TTG ACC ACC GAC CCG 915 
TKTDLTTD P 301 

CGC GGC ATC CTG GTG GTC TGC GCC GCC 972 
RGILVVCAA320 

AAC GAC GCA CCT TGG ATT TTA ACC GTT 102 9 
N D A P W I L T V 339 

TCC GAC GTG GTC TTG GGT AAT AAC CAA 10 8 6 
SDVVLGNNQ2 58 
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GTC GTC AAG GGA AGA GCC ATA AAT TTC TCC CCT CTT TTA AAT TCT CCC CAT TAT CCA 1143 

ATG ATA TAT GCT GAG TCT OCT GCC AGG GCA AAT ATC TCC AAC ATA ACT GA T GCA AGA 1200 
M i YAHSAARA N = £ ; 

CAA TGC CAC CCA GAT TCA TTA GAT CCA AAA AAA GTC ATA GGG AAG ATT GTG GTT TGT 1257 
QCHPDSLDPKXVIGKI 

GAT GGA AAA AAT GAC ATT TAT TAT TCA ACT GAT GAG AAA ATT GTC ATA GTG .AAG GCC 131, 

TTG GGA GGA ATA GGT CTG GTT CAT ATT ACT GAT CAA TCT GGA TCA GTA GCA TTT TAT 13 71 
LGGI GLVHITDQSGSVAt 

TAT GTG GAC TTC CCA GTA ACA GAG GTA AAA TCA AAA CAT GGC GAC GCA ATC CTC CAG 14 2 8 
YVDFPVTEVKSKHGD- AI^U 



TAC ATC AAC TCA ACT AGC CAT CCA GTG GGA ACA ATA CTA GCA ACA GTT ACA ATT CCT 14.5 

_ ^ o -* p VGT i l_i -H 1 



Y i N a t S :-: P v G 



GAT TAT AAG CCT GCT CCC CGG GTG GGT TAT TTT TCA TCA AGA GGG CCT TCA TTG ATT 1542 

DYKPAPRVGYrSSRG-* 

ACA AGC AAT GTT CTC AAG CCT GAT ATT GCA GCC CCG GGA GTT AAC ATT CTC GCT GCA 1599 

XSNVLKPDiAA-v* 

TGG TTT GGA AAT GAC ACA TCA GAG GTT CCA AAA GGA AGA AAG CCC TCA CTA TAT CGC 1656 

ATA CTC TCA GGA ACT TCC ATG GCT ACT CCA CAT GTT TCA GGG CTT GCA TGC AGT GTC 1713 
ILS GTSMATPriVSGLACi 

AAA AGA AAA AAC CCC ACT TGG AGT GCC TCC GCA ATC AAA TCT GCC ATC ATG ACT TCA 1770 
K R K N ? T W S A S A I -< S A - 

GCA ATT CAA AAT GAC AAT TTG AAG GGT CCC ATA ACA ACC GAT TCA GGG TTC ATA GCC 1327 
A IQNDNLKGPIi- u 

ACA CCT TAT GAC TAT GGA GCA GGG OCA ATT ACA ACA TCT GAA CCA TTG CAA CCG GGG 1SS4 

XPYDYGAGAiTTSt-fi-v 

CTA GTT TAT GAA ACC AAC AAC GTT GAC TAC TTG AAC TAT TTG TGT TAC AAT GGA CTT 1941 
LVYE TNNVDYLNYLCY-N 

AAC ATA ACC ATG ATA AAG GTC ATC TCC GGA ACT GTC CCC GAG AAT TTC AAT TGT CCC 199S 
M T T M IKVISGTVP-N- 

■ T.~r PAT C^C ATC -CC AGC ATC AAC TAC CCT TCC ATA GCA GTA AAC 2 05 5 

AAG GAT TCG AGv. Tv.T GAT C v. ATC A p S I A V N S81 

TTC ACT GGC AAA GCA GAC GCG GTC GTG AGT AGA ACT GTC ACA AAC GTT GAC GAA GAA 2112 



GAT GAA ACA GTG TAC TTC CCC GTT GTT GAA GCT CCT AGT GAA GTA ATT GTC ACA CTC 2169 

DSTV yFPVVEA?S£.v i 

m rir ACG ACA AGT A^T AAA AAA CAA AGC TAC AAT ATT ACT 2225 

TTT CCA TAT AAT CTT GAG iAi A ^ Ml v >- T t 72 S 

- - t T S I K -< Q ^ - £ 
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TTC AGA CCG AAG ACC TCC TTG AAG AAA GAT TTG TTT GGA TCT ATC ACT TGG AGT AAC 22 8 3 
£R?KTS LKKDLFGSITW3N 75" 

GAC AAA TAT ATG GTT CGA ATT CCT TTT GTA TTA ACT AAA TAG tgaaat taaaaaccagcga 2344 
DKYMVR I PFVLTK* 770 

tgaacaaacgcaagccaagcccttcgtggtgcccacactcgagtcctgaccatctattarccacacgcccrccgc 2 419 

cttaacctat ttaccacacc ctcagcct ta)n 2447 
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